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<110> Hunt, Nathaniel 

<120> Methods and computer Software Products for Predicting Nucleic 
Acid Hybridization Affynity 

<130> 3367 

<140> 09/721,042 

<141> 2000-11-21 

<160> 11 

<170> Patentln version 3.2 

<210> 1 

<211> 41 

<212> DNA 

<213> Homo sapiens 



<210> 2 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 2 

taatacgact cactataggg agtgctccca aaagcataaa 40 



<210> 3 

<211> 15 

<212> DNA 

<213> Homo sapiens 



<210> 4 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 4 

gtttcccagt cacacggaat taaatgaaag agtatgagc 39 



<210> 5 

<211> 36 

<212> DNA 

<213> Homo sapiens 



<400> 1 

attaaccctc actaaaggga attaaatgaa agagtatgag c 



41 



<400> 3 

cggtagcatc ttgac 



15 



<400> 5 

aggaaacagc tatgaccatg tgaggggacg ctcttg 



36 



<210> 6 
<211> 35 
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<212> DNA 

<213> Homo sapiens 

<400> 6 

gtttcccagt cacacgttgg gaaaacctat cggaa 



<210> 7 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<400> 7 

aggaaacagc tatgaccatc tttggggtct tcagca 

<210> 8 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 8 

gtttcccagt cacacgtgtt caaataccag tgaactta 



<210> 9 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 9 

aggaaacagc tatgaccatg gagcccactc attagtac 



<210> 10 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 10 

gtttcccagt cacacgccaa gtacagtgag cacaatta 

<210> 11 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 11 

aggaaacagc tatgaccatg tgctcccaaa agcataaa 
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